1600 



RECEIVE! 



RAW SEQUENCE LISTING 

PATENT APPLICATION: US/10/018, 113A 



DATE: 08/14/2003 • 
TIME: 15:21:2A(/R 2 ] £003 



Input Set : A:\100806_01USl.ST25.txt 
Output Set: N:\CRF4\08142003\J018113A.raw 

3 <110> APPLICANT: Actino Drug Pharmaceuticals GmbH 

5 <120> TITLE OF INVENTION: Method of modifying peptide 

6 N-methylate their substrate amino acids 
8 <130> FILE REFERENCE: 100806. 01US1 

10 <140> CURRENT APPLICATION NUMBER: US 10/018, 113A 
C--> 11 <141> CURRENT FILING DATE: 2002-04-29 

13 <150> PRIOR APPLICATION NUMBER: DE 199 28 31.3-41 

14 <151> PRIOR FILING DATE: 1999-06-16 

16 <150> PRIOR APPLICATION NUMBER: PCT/DE00/01950 

17 <151> PRIOR FILING DATE: 2000-06-15 
19 <160> NUMBER OF SEQ ID NOS : 78 

21 <170> SOFTWARE: Patentln version 3.2 

23 <210> SEQ ID NO: 1 

24 <211> LENGTH: 3849 

25 <212> TYPE: DNA 

26 <213> ORGANISM: Streptomyces chrysomallus 
28 <400> SEQUENCE: 1 

30 ggatccacct gctcgacacc gccaccgccc aacccgagca gcccctcagc cgcatcgacg 

32 tcctcacccc ggaggagagg aaccgcacga tcgtcgaggt caaccggacc gaactgccgc 

34 tgcccgacgc ctcgttggcg gagctgttcg aacaacaggt gaccctcaca cccgacgccc 

36 ccgccctggt cagcgacggc gccacgctca gctactccga gctcaacacg cgcgccaacc 

38 acctcgccca ccagctcacc acccggggca tccgccccgg cgacgccgtc gccgtcctcc 

40 tccaacgctc ccccgacacc gtcaccaccg tcctcgccct cgccaagacc ggcgcgacct 

42 acatccccct cgacagccgc taccccgccg accgctaccg cctcgtcctc gacgagaccc 

44 gcaccaaact cctcatcacc gaccacacca ccgacctcga caccaccaca acccagttca 

4 6 accccgccga caccccccac gacggcgaag accccggcaa cccgaaccac accacccacc 

48 ccgacgacgc cgcctacatc atgtacacca gcggctccac cggccgcccc aagggcgtca 

50 tcgccaccca ccgcaacatc accgccctcg ccctcgaccc ccgcttcgac cccaccgccc 

52 accgccgcgt cctcctccac tcccccaccg ccttcgacgc ctccacctac gagatctggg 

54 tccccctcct caacggcaac accgtcgtcc tcgcccccac cggcgacctc gacgtccaca 

56 cctaccaccg cgtcatcacc gaccagcaga tcaccgccct ctggctgacc agctgggtct 

58 tcaacctcct caccgagcag agcccggaga ccttcacccg ggtccggcag atctggaccg 

60 gcggcgaggc cgtctccggc gccaccgtca cccggcttca gcaggcatgc cccgacacca 

62 ccgtggtcga cggctacggc cccaccgaga ccaccacctt cgccacccac caccccgtcc 

64 ccacccccta caccggctcc gccgtcgtcc ccatcggccg ccccatggcc accatgcaca 

66 cctacgtgct cgacgacagc ctccagcccg tcgcccccgg cgtcaccggc gagctctacc 

68 tcgctggcag cggcctcgcc cgcggctacc tggaccgccc cgccctcacc gccgaacgct 

70 tcgtcgccaa cccgtacgcc gcacccggag aacgcatgta ccgcaccggc gacctggcac 

72 gctggaaccc cgacgaccac ctcgagtacg ccggccgcgc cgaccaccag gtcaaggtcc 

74 gcggcttccg catcgaaccc ggcgagatcg agaacgtcct caccgaccat cccgccgtcg 

76 cccaggccgc cgtccacctc aaccgggacc agcccggcaa cccccggctc gtcgcgtacg 

78 tcgtcgcgga cacctcggcg ccgagcagcg atgtggacca gcagcaccag atcggcgagt 

80 ggcaggacct ctacgactcc ctctacgcgg cccccacggc cgagttcggc gaggacttct 
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82 ccggctggaa cagcagctac gacggccggc cgatccccct cgaccagatg cgggagtggc 1620 

84 gcgacgccac cgtggaacgc atccgcggcc tcaacccgcg ccgggtgctg gagatcggcg 1680 

86 tcggcacggg cctgctgctc gcgaagctgg cccccgagtg cgaggagtac tggggcacgg 1740 

88 acctctcgcc caccgtgatc gaggcgctct cccggcacgt cgacgccgac ccggagctgg 1800 

90 cccggcgggt caccctgcgg gccggtgccg cgcacgagca cgaggggctg cccgtcggcc 1860 

92 acttcgacac cgtcgtgctc aactccgtgg tccagtactt cccgaacgcc gactacctcg 1920 

94 cccaggtcat cgagcaggcg ctgcggctgc tggcccccgg cggcgccgtg ttcatcggcg 1980 

96 acatccgcaa cccgcggctg ctgcgcacct tcaccaccgc cgtccagacc gcccgcgcgg 2040 

98 aggacccggc cgacaccgcc gccgtgcggc gcgccgtcga gcagagcctg gtgctggaga 2100 

100 aggaactcct ggtcgacccg gagtacttca ccgcgctcac ccaccgcctc ccggacctcg 2160 

102 ccggcgtcga cctgcggctc aagtgcggcg ccgcccacaa cgagttgacc cgctaccgct 2220 

104 acgacaccac gctccacaag gccggaatca ccgcgctccc gctgtccgag gccgccgtcc 2280 

106 tggcctggcc gcaggacgcc gaggcactcg cccggcacct ggccgaggcc cggccggagc 2340 

108 ggctgcgcgt caccggcgcg cccaactccc ggatagccgc cgacctcgcg gcccagcacg 2400 

110 ccctggagtc cggcaccgcc ccggccgggc ccccgaccgg gccctacgcc acggagcagc 2460 

112 cggacctcga ggcactccac cgcctcgggg aggaccacgg gtactggacg gccgtcacct 2520 

114 ggtccgccca ccgccccgac accgtcgacc tcaccttcgt ccggcgcggc ctgctcgacg 2580 

116 gcgccgtccc ggtcggtacg tacgccccgg cggccgccgg cgacccggcg acgccgctca 2640 

118 ccgccttcac caccaacccc gtcggcagcc ggggcaccgc cgcgctgctc accgcgctgc 2700 

120 gcgaacacgc cgccgcccaa ctgcccgact acatgcggcc cgccgcaatc gtcccgctcg 2760 

122 accgcctgcc gctcaccgcc aacggcaagc tcgaccgggc cgccctcccg gcactcgacc 2820 

124 cggagcacgc ggacaccggc cgcgccccca ggacgccgca ggagcaggtg gtctgcgagc 2880 

126 tgttcgcgga ggtgctcggc cggccgctcg tcggtgtgga ccaggacttc ttcgacctcg 2940 

128 gcgggcactc gctgctcgcc acccggctga tcgcccggct gcgcgccgcc ttcggcgtgg 3000 

130 aactgggcct gcgcagcctc ttcgaggcgc cgacgccggg cgggatcgcc gcccggctgg 3060 

132 acctcgacga cccggacggc tcctacgagg tggtgctgcc gctgcgcgcc cagggcagca 3120 

134 ggccgccgct gttctgcatc caccccggtg gcggcatcag ctggtcgtac agcgcgctga 3180 

136 tcaagcacct cggcccggag tacccgctgt acggcatcca ggcgcgcagc ctggcccgcc 3240 

138 cggagccgcg gccggagagc atcgaggaga tggcggtgga ctacgccgac cagatccagg 3300 

140 gcgtgcagcc gcacggcccc taccacctgg ccggctggtc gttcggcggg ctgtgcgccc 3360 

142 atgccctggc cgcggagttc cagcggcgcg gcgagccggt ggcgctggtc gcggtgctcg 3420 

144 atgtgatccc gaactggcag gggctcaccc acgacgacgt cccggccccc gacgaccggg 3480 

146 tgatgctgct gtaccacgtc ggcctggtcg acgacggcag ccaccgcaac gaccgcgaag 3540 

148 agctgacctt cgccagggcc cgcgagatcc tgcgccgcca gggcagtgtg ctcgccaacc 3600 

150 tggaggagga ccggctcacc acgatcaccg agatctcggc caacaacacc catctgaccg 3660 

152 tcgactacca gcccggcccg atcgacggcg acctgctgct gatcgccgcc tcggaacagc 3720 

154 aggacccgcc ggtcaccgcc gatgcctggc ggccgtacgt ctgcggcgcg gtcgaggccc 3780 

156 acgtggtgcc cggcgagcac ggctccatgc tgacccggcc cggcaccctg gccgagatcg 3840 

158 gccggatcc 3849 

161 <210> SEQ ID NO: 2 

162 <211> LENGTH: 80 

163 <212> TYPE: PRT 

164 <213> ORGANISM: Bacillus brevis 

166 <220> FEATURE: 

167 <223> OTHER INFORMATION: GRSB_1 Gramicidin S Synthetase II Pos: 864 to 944 
169 <400> SEQUENCE: 2 

171 Gin Val Lys He Arg Gly His Arg He Glu Leu Gly Glu He Glu Ala 

172 15 10 15 

175 Gin Leu Leu Asn Cys Lys Gly Val Lys Glu Ala Val Val He Asp Lys 
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176 
179 
180 
183 
184 
187 
188 



Val Glu Val Asn Asp Ser 



Ala Asp Asp Lys Gly Gly 



Pro Asp Tyr Met lie Pro 
65 70 



50 



35 



20 



Glu Leu 
55 



Ser Phe 



Lys Tyr 
40 



25 30 
Leu Cys Ala Tyr Val Val Met Glu 
45 

Arg Glu Tyr Leu Gly Lys Ala Leu 
60 

Phe Val Pro Leu Asp His Val Arg 
75 80 



191 <210> SEQ ID NO: 3 

192 <211> LENGTH: 80 

193 <212> TYPE: PRT 

194 <213> ORGANISM: Bacillus brevis 

196 <220> FEATURE: 

197 <223> OTHER INFORMATION: GRSB_2 Gramicidin S Synthetase II Pos: 1900 to 1979 
199 <400> SEQUENCE: 3 

201 Gin Val Lys lie Arg Gly Tyr Arg lie Glu Pro Gly Glu lie Glu Thr 

202 15 10 15 

205 Leu Leu Val Lys His Lys Lys Val Lys Glu Ser Val lie Met Val Val 

206 20 25 30 

209 Glu Asp Asn Asn Gly Gin Lys Ala Leu Cys Ala Tyr Tyr Val Pro Glu 

210 35 40 45 

213 Glu Glu Val Thr Val Ser Glu Leu Arg Glu Tyr lie Ala Lys Glu Leu 

214 50 55 60 

217 Pro Val Tyr Met Val Pro Ala Tyr Phe Val Gin He Glu Gin Met Pro 

218 65 70 75 80 

221 <210> SEQ ID NO: 4 

222 <211> LENGTH: 79 

223 <212> TYPE: PRT 

224 <213> ORGANISM: Bacillus brevis 
22 6 <220> FEATURE: 

227 <223> OTHER INFORMATION: GRSB_3 Gramicidin S Synthetase II Pos: 2947 to 3025 
230 <400> SEQUENCE: 4 

232 Gin Val Lys He Arg Gly He Arg He Glu Leu Gly Glu He Glu Ala 

233 1 5 10 15 

236 Gin Leu Arg Lys His Asp Ser He Lys Glu Ala Thr Val He Ala Arg 

237 20 25 30 

240 Glu Asp His Met Lys Glu Lys Tyr Leu Cys Ala Tyr Met Val Thr Glu 

241 35 . 40 45 

24 4 Gly Glu Val Asn Val Ala Glu Leu Arg Ala Tyr Leu Ala Asn Asp Arg 
245 50 55 60 

248 Ala Ala Met He Pro Ser Tyr Phe Val Ser Leu Glu Ala Met Pro 

249 65 70 75 

252 <210> SEQ ID NO: 5 

253 <211> LENGTH: 80 

254 <212> TYPE: PRT 

255 <213> ORGANISM: Bacillus brevis 

257 <220> FEATURE: 

258 <223> OTHER INFORMATION: GRSB_4 Gramicidin S Synthetase II Pos: 3984 to 4063 
260 <400> SEQUENCE: 5 

262 Gin Val Lys Val Arg Gly Tyr Arg lie Glu Leu Gly Glu He Glu Ser 
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263 15 10 15 

266 Ala He Leu Glu Tyr Glu Lys He Lys Glu Ala Val Val Met Val Ser 

267 20 25 30 

270 Glu His Thr Ala Ser Glu Gin Met Leu Cys Ala Tyr He Val Gly Glu 

271 35 40 45 

274 Glu Asp Val Leu Thr Leu Asp Leu Arg Ser Tyr Leu Ala Lys Leu Leu 

275 50 55 60 

278 Pro Ser Tyr Met He Pro Asn Tyr Phe He Gin Leu Asp Ser He Pro 

279 65 70 75 80 

282 <210> SEQ ID NO: 6 

283 <211> LENGTH: 82 

284 <212> TYPE: PRT 

285 <213> ORGANISM: Bacillus subtilis 

287 <220> FEATURE: 

288 <223> OTHER INFORMATION: SRF1_1 Surfactin Synthetase 1 Pos : 863 to 944 
290 <400> SEQUENCE: 6 

292 Gin Val Lys Val Arg Gly Tyr Arg He Glu Leu Gly Glu He Glu Ala 

293 15 10 15 

296 Val He Gin Gin Ala Pro Asp Val Ala Lys Ala Val Val Leu Ala Arg 

297 20 25 30 

300 Pro Asp Glu Gin Gly Asn Leu Glu Val Cys Ala Tyr Val Val Gin Lys 

301 35 40 45 

304 Pro Gly Ser Glu Phe Ala Pro Ala Gly Leu Arg Glu His Ala Ala Arg 

305 50 55 60 

308 Gin Leu Pro Asp Tyr Met Val Pro Ala Tyr Phe Thr Glu Val Thr Glu 

309 65 70 75 80 
312 He Pro 

316 <210> SEQ ID NO: 7 

317 <211> LENGTH: 80 

318 <212> TYPE: PRT 

319 <213> ORGANISM: Bacillus subtilis 

321 <220> FEATURE: 

322 <223> OTHER INFORMATION: SRF1_2 Surfactin Synthetase 1 Pos: 1904 to 1983 
324 <400> SEQUENCE: 7 

326 Gin Val Lys He Arg Gly Gin Arg He Glu Leu Gly Glu -He Glu His 

327 1 5 10 15 

330 Gin Leu Gin Thr His Asp Arg Val Gin Glu Ser Val Val Leu Ala Val 

331 20 25 30 

334 Asp Gin Gly Ala Gly Asp Lys Leu Leu Cys Ala Tyr Tyr Val Gly Glu 

335 35 40 45 

338 Gly Asp He Ser Ser Gin Glu Met Arg Glu His Ala Ala Lys Asp Leu 

339 50 55 60 

34 2 Pro Ala Tyr Met Val Leu Arg Cys Leu Ser Lys Trp Thr Glu Leu Pro 
343 65 70 75 80 

346 <210> SEQ ID NO: 8 

347 <211> LENGTH: 79 

348 <212> TYPE: PRT 

349 <213> ORGANISM: Bacillus subtilis 
351 <220> FEATURE: 
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352 <223> OTHER INFORMATION: SRF1_3 Surfactin Synthetase 1 Pos: 2934 to 3012 

354 <400> SEQUENCE: 8 

356 Gin Val Lys Val Arg Gly Tyr Arg He Glu Leu Ser Glu He Glu Val 

357 1 5 10 15 

360 Gin Leu Ala Gin Leu Ser Glu Val Gin Asp Ala Ala Val Thr Ala Val 

361 20 25 30 

364 Lys Asp Lys Gly Gly Asn Thr Ala He Ala Ala Tyr Val Thr Pro Glu 

365 35 40 45 

368 Ser Ala Asp He Glu Ala Leu Lys Ser Ala Leu Lys Glu Thr Leu Pro 

369 50 55 60 

372 Asp Tyr Met He Pro Ala Phe Trp Val Thr Leu Asn Glu Leu Pro 

373 65 70 75 

376 <210> SEQ ID NO: 9 

377 <211> LENGTH: 80 

378 <212> TYPE : PRT 

379 <213> ORGANISM: Bacillus subtilis 
381 <220> FEATURE: 



382 


<223> OTHER 


INFORMATION 


: SRF2_1 


Surfactin Synthetase 2 Pos : 


860 


384 


<400> SEQUENCE: 


9 
















386 


Gin Val Lys 


Val 


Arg 


Gly 


Phe 


Arg 


He 


Glu Leu Gly Glu 


He Glu 


Thr 


387 


1 




5 










10 


15 




390 


Lys Leu Asn 


Met 


Ala 


Glu 


His 


Val 


Thr 


Glu Ala Ala Val 


He He 


Arg 


391 




20 










25 




30 




394 


Lys Asn Lys 


Ala 


Asp 


Glu 


Asn 


Glu 


He 


Cys Ala Tyr Phe 


Thr Ala Asp 


395 


35 










40 




45 






398 


Arg Glu Val 


Ala 


Val 


Ser 


Glu 


Leu 


Arg 


Lys Thr Leu Ser 


Gin Ser 


Leu 


399 


50 








55 






60 






402 


Pro Asp Tyr 


Met 


Val 


Pro 


Ala 


His 


Leu 


He Gin Met Asp 


Ser Leu 


Leu 


403 


65 






70 








75 




80 



406 <210> SEQ ID NO: 10 

407 <211> LENGTH: 79 

408 <212> TYPE: PRT 

409 <213> ORGANISM: Bacillus subtilis 

411 <220> FEATURE: 

412 <223> OTHER INFORMATION: SRF2_2 Surfactin Synthetase 2 Pos: 1899 to 1977 
414 <400> SEQUENCE: 10 

416 Gin Val Lys He Arg Gly Tyr Arg He Glu Pro Lys Glu He Glu Thr 

417 1 5 10 15 

420 Val Met Leu Ser Leu Ser Gly He Gin Glu Ala Val Val Leu Ala Val 

421 20 25 30 

424 Ser Glu Gly Gly Leu Gin Glu Leu Cys Ala Tyr Tyr Thr Ser Asp Gin 

425 35 40 45 

428 Asp He Glu Lys Ala Glu Leu Arg Tyr Gin Leu Ser Leu Thr Leu Pro 

429 50 55 60 

432 Ser His Met He Pro Ala Phe Phe Val Gin Val Asp Ala He Pro 

433 65 70 75 

436 <210> SEQ ID NO: 11 

437 <211> LENGTH: 79 

438 <212> TYPE: PRT 
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